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ALG3 Blast 05-22-01 



Sequences producing significant alignments: 



(bits) Value 




0.0 



7e-43 
3e-34 
3e-27 
5e-27 
2.8 



Alignments 



Yeast 




(HM-l KILLER TOXIN RESISTANCE PROTEIN) 
Length - 458 



Score - 797 bits (2059), Expect - 0.0 

Identities - 422/458 (92%), Positives - 422/458 (92%) 

Query 1 MEGEQSPQGEKSLQRKQFVRPPLDLWQDLKDGVRYVIFDCRANLIVMPLLILFESMLCKI 60 

MEGEQSPQGEKSLQRKQFVRPPLDLWQDLKDGVRYVI FDCRANLIVMPLLI LFESMLCKI 
Sbjct: 1 MEGEQSPQGEKSLQRKQFVTlPPI^LWQDLKDGVRyVI FDCRANLIVMPLLI LFESMLCKI 60 

Query • 61 llKKVAYTEIDYKAYMEQIEMIQLDGMIJJYSQVSGGTGPLvTPAGHVLIYKmW 120 

1 1 KKVAYTE I D YKAYMEQ I EM I QLDGMLD YSQVSGGTG P LVY P AGHVL I YKMMYWLTEGM 
Sbjct: 61 1 1 KKVAYTE I D Y KAYME Q I EMI QLDGMLD Y S Q VS GGTG P LVY P AGHVL I YKMMYWLTE GM 120 

Query- 121 DHVERGQVF FR YLYLLTLALQMACYYLLHL P PW CWLACLS KRLHS I YVLRL FND C FTTL 180 

DHV^RGQVFFRYLYLLTLALQMACYYLLHLPPWCVVLACLSKRLHSI YVLRLFNDC^ 
Sbjct: 121 DHVE RGQVF FR YLYLLTLALQMACYYLLHL P PW CWLACLS KRLHS I YVLRL FND C FTTL 180 

Query- 181 FMVVTVLGAIVASRCHQRPKLKKSLALVI SATYSMAVS I KMNALLYFPAMMI SLFILNDA 240 

FMWTVLGAI VASRCHQRPKLKKSLALVI S ATYSMAVS I KMNALLYFPAMMI SLF ILNDA 
Sbjct: 181 FWVTVLGAIVASRCHQRPKLKKSLALVI SATYSMAVS I KMNALLYFPAMMISLFILNDA 240 

Query: 241 NV I LTLLDLVAM I AWQVAVAVP FLRS FPQQ YLHCAFNFGR KFMYQW S I NWQMMD E EAFND 300 

NVILTLLDLVAMI AWQVAVAVPFLRSFPQQYLHCAFNFGRKFMYQWS INWQMMDEEAFND 
Sbjct: 241 NVILTIXDLVAMIAWQVAVAVP FLRS FPQQYLHCAFNFGRKFMYQWS INWQMMDEEAFND 300 

Query- 301 KRFXXXXXXXXXXXXXXXFVTRYPRILPDLWSSLOTPUIKNAVLNANPAKTIPFVLIASN 360 

KRF FVTRYPRILPDLWSSLCHPLRKNAVLNANPAKTIPFVLIASN 
SbjCt: 301 KRFHIJU.LISHLIALTTLFVTRYPRILPDLWSSLCHPLJIKNAV^ 360 

Query: 361 FIGVLFSRSI^QFLSWYHWTLPILIFWSGMPFFVGPIWYVLHEWCWNSYPPNSQXXXXX 420 

FIGVLFSRSLHYQFLSWYHWTLPILIFWSGMPFFVGPIWYVLHEWCWNSYPPNSQ 
SbjCt: 361 FIGVXFSRSLHYQFLSWYHWTLPILIFWSGMPFFVGPIWYVLHEWCWNSYPPNSQASTLL 420 

Query: 421 XXXXXXXXXXXXXXXXSGSVALAKSHLRTTSSMEKKLN 458 

SGSVALAKSHLRTTSSMEKKLN 
SbjCt: 421 LAI2TrVLLLLLALTQLSGSVALAKSHLRTTSSMEKKLN 458 
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Human 

>gi| 3024226 |splQ92685 |ALG3_HUMAN DOLICHYL-P-MAN :MAN ( 5 ) GLCNAC ( 2 ) -PP-DOLICHYL 
MANNOSYLTRANSFERASE 

(DOL-P-MAK DEPENDENT ALPHA ( 1-3 ) -MANNOSYLTRANSFERASE) 

(NOT56-LIKE PROTEIN) 
Length - 438 

Score - 173 bits (439), Expect • 7e-43 

Identities - 133/396 (33%), Positives - 195/396 (48%), Gaps - 28/396 (7%) 

Query- 26 WQDLIOGVRYVI FDCRANLIVMPLLILFESMLCKIIIKKVAYTEIDYKAYMEQIEMIQLD 85 

WQ* R ++ + R L+V L L E + *I ♦ VAYTE I D+ KAYM **E ♦ 

SbjCt: 29 WQER RLLLREPRYTLLVAACLCLAEVGITFMVIHRVAYTEIDWKAYMAEVEGV- IN 83 

Query: 86 GMI^YSQVSGGTGPLvYPAGHVLIYKMMYWLTEGMDHVER 145 

G DY+Q* G TGPLVYPAG V !♦ +Y+ T + Q F LYL TL L Y 

SbjCt: 84 GTYDYTQLQGDTGPLVYPAGFVYI FMGLYYATSRGTDI RMAQNI FAVLYLATLLLVFLI Y 143 

Query: 146 Y-IiHLPPWC-VVLACI^KRIJISIYvTJU-FNDCFTra^ 203 

♦ «-PP+ ♦ C S R+KSI+VLRLFND ♦ ♦ *L ♦ QR 

SbjCt: 144 HQTCKVPPFVFFFMCCAS YRVHS I FVLRLFNDP VAMVLLFLSINLLLAQRWGWG- 197 

Query: 204 S LALVI S ATYSMAVS I KMNALL YFPAMMI S L F I LNDANV I LTLLDL VAM I AWQ VAVAVP F 263 

♦S+AVS+KMN LL+ P L L L ♦ A ♦ OV + ♦PF 

SbjCt: 198 CCFFSLAVSVW^NVLLFAPGLLFLLLTQFGFRGALPIQ-GI CAGL - - QWLGLP F 249 

Query: 264 LRSFPQQYIJtCAFNFGRKFMYQWSINWQMMDEEAFNDKRFXXXXXXXXXXXXXXXFVrRY 323 

L P YL +F+ GR+F** + B P ♦ F ♦ R* 

SbjCt: 250 LLENP S G YLS RS FDLGRQ FLFHWTVNWRFLP EAL FLHRAFHLALLTAHLTLLLL FALCRW 309 

Query: 324 PRILPDLWSSLCHPIAKNAVLNANPAKTIPFVLIASNFIGVLFSRSI^QFI^WYHWTLP 383 

R ♦ S X. F .++ I L SNFIG* FSRSLHYQF WY TLP 

SbjCt: 310 HRTGESILSLLRDPSIOIKVPPQPLTPNQIVSTLFTSNFIGICFSRSLHYQFYVWYFHTLP 369 

Query: 384 ILIF WSGMPFFVGPIWYVLHEWCWNSYPPNS 414 

L++ W ♦ ♦ ♦ E WN+YP S 

SbjCt: 370 YLLWAMPARWLTHLLRLLVLGLI - -ELSWNTYPSTS 403 



Drosophila Vi 

>gi|3024221|sp|Q24332|NT56_DROVI LETHAL (2) NEIGHBOUR OF TID PROTEIN (NOT58) 
Length - 526 

Score « 145 bits (366) , Expect - 3e-34 

Identities - 103/273 (37%), Positives - 157/273 (56%). Gaps - 17/273 (6%) 

Query: 33 VRYVIFDCRANLIVMPLLILFESMLCKIIIKKVAYTEIDYKAYMEQIEMIQLDGMLDYSQ 92 

♦+Y+ F+ A IV L++L E+++ YTEID+KAYM+* E L*G +YS 

SbjCt: 34 IKYLAFEPAALPIVSVLIVXAEAVINVLVIQRVPYTEIDWKAYMQECEGF-LNGTTNYSL 92 

Query: 93 VSGGTGPLVYPAGHVXI YKMMYWLTEGMDHVERGQVFFRYLYLLTLALQMACYYLLH - LP 151 

♦ G TGPLVYPA V IY +Y+LT *V Q F +YLL ♦ L ♦ Y *P 
SbjCt: 93 LRGDTGPLVYPAAFVYI YSGLYYLTGQGTNVRLAQYI FACI YLLQMCLVLRLYTKSRKVP 152 

Query: 152 PWCWIACL-SKIUJiSIYVTALFNDCFT^ 210 

P* +VL+ S R+HS I YVLRLFND L ♦L A ♦ QR L S 
SbjCt: 153 PYVXVLS AFTS YRIHS I YVLRLFNDPVAI L LLYAALNLFLDQRWTLG S 200 

Query: 211 ATYSMAVS I IQ-INALL YFPAMMI SLF I LNDANV I LTLLDLVAMI AWQVAVAVP FLRS FPQQ 270 

YS+AV +KMN + A ♦ LF L ♦ V+ TL+ L Q* ♦ PFLR* P ♦ 

Sbjct: 201 ICYSLAVGVKMN- - ILLFAPALLLFYLANLGVLRTLVQLTICAVLQLFIGAPFLRTHPME 258 
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Query: 271 YLHCAFNFGRKFMYQWSINWQMMDEEAFNDKRF 303 

YL +F+ GR F ♦♦W^N*-* ♦ +E F ♦ F 
SbjCt: 259 YLRGSFDLGRIFEHKWTVNYRFLSKELFEQREF 291 

sbjct: 412 Um^mamMsm 467 

Query: 410 YP 411 
YP 

Sbjct: 468 YP 469 

Drosophila melanogaster 

»gi|3024222|sp|Q27333|OTS6_DROME LETHAL { 2 ) NEIGHBOUR OF TID PROTEIH (NOT56) 
(NOT45) 

Length - 510 

Score « 121 bits (305), Expect - 3e-27 ,-/,,, 
Identities - 96/272 (35%). Positives - 154/272 (56%). Gaps - 17/272 (6%) 

Query: 34 RYVIFDCRANLIVMPIXILFESMLCKIIIKKVAYTEI 

W ^ + y ++ «. A IV ++L E YTEID+ AYM+ + E L+G +YS ♦ 

Sbjct: 36 KYI*LLEPAALPIVGLFVIJAELVINVWIQRVPYTEIDWVAYMQECEGF 94 

Query- 94 SGGTGP LVYP AGH\n^I YKMMYWLTEGMDHVERGQVFFRYLY^ - LP P 152 

G TGPLVYPA V IY +Y++T +V Q F +YLL LAL ♦ Y +PP 
Sbjct: 95 RGDTG PLVYP AAFVY I YS ALYYVTSHGTNVRLAQ YI FAGI YLLQLALVLRLYS KS RKV P P 154 

Query: 153 WCVVIACL-SKRIJiSIYvI^FNDCFTTLFMvv^ 211 

♦ +VL* S R+HSIYVLRLFND ♦ V *L A + «-R L S 
Sbjct: 155 YVLVLSAFTSYRIHS I YVLRLFKDP VAVLLLYAALNLFLDRRWTLG ST 202 

Query- 212 TYS MAVS I KMN ALL Y F P AMM I S LF I LNDANV I LTLLDL VAM I AWQ VAVAVP FLRS F P QQ Y 271 

♦S+AV +KMN ♦ A ♦ LF L ♦ ++ T+L L Q* ♦ PFL ♦ P *Y 

Sbjct: 203 FFSLAVGVKMN- - ILLFAPALLLFYLANLGLLRTILQLAVCGVIQLLLGAPFLLTHPVEY 260 

Query: 272 LHCAFNFGRKFMYQWS INWQMMDEEAFNDKRF 303 

L ♦F* GR F ♦ ♦ F F 

Sbjct: 261 LRGSFDLGRI FEHKWTVNYRFLSRDVFENRTF 292 

Score - 49.4 bits (117). Expect - 2e-05 

Identities - 27/60 (45%). Positives - 35/60 (58%). Gaps « 2/60 (3%) 

Query- 352 IPFVLIASNFIG^FSRSUTCQFLSVroWTLPILIFWSGM 411 

♦PF L M +GV SRSLHYQF WY *LP L ♦ ♦ V ♦ L E+CWN+YP 

Sbjct- 407 LP F FL - - CNLVGV ACS RS LH YQ F YVW Y FHS LP YLAW S T P YS LGVRCL I LGL I E Y CWNT Y P 464 
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Matrix: BLOSUM62 

Gap Penalties: Existence: 11, Extension: 1 

Number of Hits to DB: 28883317 

Number of Sequences: 96469 

Number of extensions: 110754 5 

Number of successful extensions: 2870 

Number of sequences better than 10.0: 16 

Number of HSP's better than 10.0 without gapping: 5 

Number of HSP's successfully gapped in prelim test: 11 

Number of HSP's that attempted gapping in prelim test: 

Number of HSP's gapped (non-prelim): 23 

length of query: 458 
length of database: 35,174,128 
effective HSP length: 4S 
effective length of query: 413 
effective length of database: 30,833,023 
effective search space: 12734038499 
effective search space used: 12734038499 
T: 11 
A: 40 

XI: 15 ( 7.1 bits) 
X2: 38 (14.6 bits) 
X3: 64 (24.7 bits) 
SI: 40 (21.8 bits) 
S2: 67 (30.4 bits) 
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^r^TrrrATGCTGGACT^CTCTCAGGTGAGTGGTGGAACGGGCCCGCTGG 

TGGACCACGTTGAGCGCGGGCAAGTGTTTT 
CACTGGCGTTACAAATGGCGTGTTACTACC 



aSSctScttgocgtcxctctct^ 



^atcWaggccacotcitgatctacaaoat^ 

raccttttacatctacc 
_\gattgcactctattta 

CGTGCTACGG^ATTCAATGATTGCTTCACTACTTTGTTTATGGTCGTC 
GTTTTGGGGGCTATCGTGGCCAGCAGGTGCCATCAGCGCCCCAAATTAAA 

SSc^Stgatc^gc^ 

^^^^/^CTC^AGTTGCAGTGCCCTTCCTGCGCAGCTTTCCGCAACA 
G^CCT^ATTGCGC^nTAAT^ 

?ATCAA^GGCAAATGATGGATGAAGAGGCTTTCAATGATAAGAGGTT 
Ar^r^ScTTT^C^TCAGCCACCTGATAGCGCTCACCACACTGTTCGTCA 

™aSg^^ 

gttctaatcgcatccaacttcatcggcgtcctattttcaag^ 
taccagtttctatcctggta^^ 

cgggaatgcccttcttcgttggtcccatttggtacgtcttgcacgagtggt 

gctcgaa^cc^tccaccaaactcacaagcaagc 
Sgaatactgttctgttgcttctattggccttgacgcagctatctggttcgg 

tcgccctcgcgaaaagccatcttcgtaccaccagctctatggaaaaaaag 
ctcaactga 



^geqspqgIkslqrkqfvrppldlwqdl^^ 

reSMLCKlWvAYTE©^ 

HVLIYKMMYWLTEGMDHVERGQVFF^^ 

VIACI^KRLHSIYVUUJ^CFTTLFMVVTVLGAIVASRCH 

WFIJISFPQQYLHCAFWGRKFMYQWSINWQMMDEEAFNDK^ 

]^TTLFVTRYPRILPDLWSSLCHPLPJCNAVLNANPAKTIPFVLIASOTIGVLFS 

RSLHYQFLSWYHWTLPILIFWSGMPFFVGPIWYVLHEWCWNSYPPNSQASTL 

LLALNTVLLLLLALTQLSGSVALAKSHLRTTSSMEKKLN 
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S==1SS3S 



r^C^^lcA^C^GACTTTAGTCGCCAATTTCTTTATAAGT^A 



ACCAGCTCCTGTTTGCTCTCCATATTATTACGTTAGTCTTGTTCATCCTCAA 
r^ATOCTCCTAAAAACATTG^ 

a ATArvv^TOPTTTTTGCAAGATCTTT 
AAAAGAATACATAA 



A^^(£^^ 
LVSILLLILILIFTNEQLFPSQSVPAEKKNT 
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P. pastoris ALG3 BLAST 

Sequences producing significant alignments: (bits) Value 

qi I 586444 I sol P3 8179 ) ALG3 YEAST Dolichyl-P-Man:Man (5) GlcNAc ( . . .228 2e-58 



ai 



ai 



ai 



Hi 



ai 



ai 



31 



ai 



ai 



ai 



ai 



i2B023fi5loblAA K07848.1|AF309689 10 putative NOT-56 manno...212 8e-54 



98472S|qb|AAA75352.l| ORF 1 20£ * e "" 



7492702 |pirl IT39084 probable mannosyltransf erase - fissi...!76 8e-43 



1622653ltqblAAL16193.1IAF428424 1 At2g47760/F17A22 . 15 [A. . . 164 2e-39 



25367230 I pirllBB4919 Not56- like protein [importedl - Ara. . .164 3e-39 



25814791 1 embl CAB70 171 . 2 [ Hypothetical protein K09E4.2 [C. . .161 2e-38 



17S350011 ref |NP 496950. l| Putative plasma membrane membr . . . 160 3e-3B 



16 54 000 1 emb 1 CA A70220 . 1 1 Not56-like protein [Homo sapiens .155 2e-36 

— . . "" — r~r . , m ^ ca Oa-1C 



13279206 I qbl AAH04313 .1 IAAH04313 Unknown (protein for IMA. . .154 2e-36 



22122365lre£lNP 666051. l| hypothetical protein MGC36684 ...150 3e-35 
21292031 1 gb I EAAQ4176 . 1 1 agCP3388 [Anopheles gambiae str. . . . 120 4e-26 
178 0792 I embl CAA71167 .1 1 lethal (2) neighbour of tid [Droso. . . 114 3e-24 



Alignments 

S. cereviszae 
Score - 228 bits (580) , Expect - 2e-58 

Identities • 154/429 (35%), Positives - 229/429 (53%), Gaps - 37/429 (8%) 

Query: 9 RPia,TIJCNVIGDLVALIQ*^FOTDFSVFV^ 68 

RP L L DL V+F+ V PLL L ♦S** K*II V+YT+ID* +VM 

SbjCt: 20 RPPLDLWQ DLKDGVRYVIFT)CRANI*IVMPI^ILFESNCLCKI IIKKVAYTEIDYKAYM 76 

Query: 69 QQIFKIR-QGELDYSNIFGDTGPLVYPAGHVHAYSVLSWYSDGGEDVSFVQQAFGWLYLG 127 

♦QI X+ G LDYS ♦ G TGPLVYPAGHV Y +♦ W ++G ♦ V Q F +LYL 
SbjCt: 77 EQIEMIQLDGMLDYSQVSGGTGPLVYPAGHVLIYIWMYWLTEGMDHVERGQVFFRYLY1.L 13 6 

Query: 128 CLLLS I SS YFFSGLGKI P PVYFVLLVASKRLHS I FVLRLFNDCLTTFLMLATI IILQ 184 

L L Y* L *PP VL SKRLHSI+VLRLFNDC TT M+ T+ 1 + 
SbjCt: 137 TLALQMACYY LLHLPPWCVVIACLSKRLHS I YVLRLFNDCFTTLFMVVTVLGAI VAS 193 

Query: 185 QASSWRKIXjmPLSVPDAADTYSIJVISVKMNXXX^ 244 

♦ K L ♦ ♦ TYS+A+S+KMN D N+I L 

SbjCt: 194 RCHQRPKLKXSLALVI SATYSMAVSIKMNALLYFPAMMISLFILNDANVILTLLDLV 250 

Query: 245 XXXXXXXXXXYSFILPLHYDDQANEIRSAYFRQAFDFSRQFLYKVnVNWRFLSQETFNNV 304 

F* Y AF+F R+F+Y+W++NW+ ♦ *E FN* 

SbjCt: 251 AMIAWQVAVAVPFL RSFPQQYLHCAFNFGRKFMYQWS INWQMMDEEAFNDK 301 

Query: 305 HFHQLLFALHIITL-^FILKFLSPKNIGKPLGRFVLDIFKFWKPTLSPTNIIN-DPERS 362 

FH L H+I L LF* R ♦ D++ L ++N +P ♦ ♦ 

SbjCt: 302 RFHLALLISHLIALTTLFVTRY PRILPDLWSSLCHPLRKNAVLNANPAKT 351 

Query: 363 PDFVYTVMATTNLIGVLFARSLHYQFLSWYAFSLPYLLYKARLNFIASI IVYAAHEYCWL 422 

F V* +N IGVLF+RSLHYQFLSWY ++LP ♦ ♦ F I Y HE+CW 

SbjCt: 352 IPF---VLIASNFIGVLFSRSI^QFLSWYHWTLPILIFVSGMPFFVGPIWYVLHEWCWN 408 

Query: 423 VFPATEQSS 431 

♦ P Q+S 
SbjCt: 409 SYPPNSQAS 417 
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Neurospora crassa 

^ „ ^^-j -sot's ■sr ?ss3s 

««. SSSS^™-»* «»n—« 

i»a 5ri^LPAvaiv 1 ^a.;FJiTKli.vATOaLV0tticv,Fi.--«cvpt. * «' 

SBjec, JM w; TP rU.vni«!UIPVLVYU.»AVHEWA»»VFPSTP»SSA 405 
Schizosaccharomyces pombe 

r i ; ie ; 7 : sS/.ii 4 ci»%TOi^°- ^/..o u.%,. caps . ,./,.. 

sbjcc - 30 ££i^x.£S^^ •» 
Query: 102 W-n«wr«»^^ 161 

Sbj Ct: 90 ^^™iV^ YI FA^--XTTMV G V LF K-IVH A PrVX Y V LL X^K^SX 14. 

Ouery: 1« FVX^FHOCX.T.Fl^TXXXLQO^ 

F*LRLFND ♦ L ♦ ASILLSVACSVKMSSLLYV 194 

SbjCC : 147 FIUUuFNDGFNS-LFSSLFILSSCKKKWVR «■>• 

Q^ry: 222 XXXXXXXXXXCD^X^^ 291 
Sbj Ct: 195 PAYLVL ^I^PK^IFVXIIVQILFSXPF-.-.IAYFMSVVrrOAFDF 242 

Query: 282 SRQFl.YKWTVHV.RFLSQET^ 341 

dp VVWTVMWP-.F+ ♦ F ♦ P ♦ ** v r * -qc 
tb J=«. 243 ^SSZSlPWireSISPSIS^I^M.LVAriCKHm.aSRATP ™ 
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SbjCt: 296 - pAMVNSMLTLKPLPIG^QlATPNFI FTAIATSNLI GI LCARSLHYQFYAWFAWYS P YLCY 354 

Query. 402 KARL»NFIASI IVYAAHE YCWLVFPATEQSS 431 
yuery " >A i «,«. EY W VFP+T* SS 

SbjCt: 355 QASFPAPIVIGLWMLQEYAWNVFPSTKLSS 384 
Arabidopsis thaliana 

SbjCt: 39 LI^Il^IIA^S^DWD^SvSG^GE^V^KGDTGPLVVPAGPLYVV 98 

Query: 10 2 SVtSWYSX^EDVSFV^ 161 
SbjCt: 99 LCoNL^- -^PAQILFGVLYIV^IVLIIYVKTOV- -VPWWALSLLCLSKRIHSI 154 

Ouery: 162 FVLRLFNDCLTTFLMLATII ILQQASSWRKDGTTI PLSVPDAADTYSLAI SVIMIXXXXX 221 

Sbjct: 155 ^F^CFAMT^^----^WH^ FSGAVSVTO1NVLLYA 202 

Ouery: 222 XXXXXXXXXXCDENl.IKAI^XXXXXXXXXXXXYSFILPUmDDQA^IRSAYFRQAFDF 281 

SbjCt: 203 PTLlJiUJ»M--NIIGWSAIAGAAIAQILVGLPFLITYPV SYIANAFDL 251 

Query- 282 SRQFI.YKVnVNMRFLSQETFlINVHFHQLLFALHIITLVLFILKFLSProiIGKPIjGRFVLD 341 

R F+* W+VH-+F* ♦ F ♦ F 1» H* LV F + K* O *6 

SbjCt: 2S2 GRVFIHFWSVNFKFVPERVFVSKEFAVCIilAHLFIAVAFA-NYKWCKHEGGlIGFMRSR 310 

Ouerv- 342 I FKFWKP - TLS PTMI INDPERS PDFVYTVHATTOLI OVLFARSLHYOFLSWYAFSLPYLL 400 
Query- 342 p +IiS ♦ ♦ V T M N IG*+FARSLHYQF SWY +SLPYLL 

SbjCt: 311 HFFLTLPSSLSFSDVSASRIITKEHWTAMFVGNFIGIVFARSLHYQFYSWYFYSLPYLL 370 

Ouery: 401 YKARLNFIASIIVYAAHEYCWLVFPATEQSS 431 

♦!+♦ E CW V+P+T SS 
SbjCt: 371 WRTPFPTWLRLIMFLGIELCWNVYPSTPSSS 401 
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K. lactis ALG3 

CGAAACAACACACGAGAAAGCTGAG 
A! lactis Alg3p 

SSA^SA^C^l-VSZEDPQTRKVVmCQHTRKL 
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K. lactis ALG3 BLAST 



col-* E (bits) Value 

fences producing significant aXignmencs 

^^^ 22iiZil ^^ Dol ic hyl -P-Man=Man ( S, 0 lc NA c,... S £« 

j t l M l7«lQblMA753jj^i W At2 g47760/F17A22.1S IX. . ._g 

|j n»^53l|gb|A MT67?7:i e protein limported] - Xra. . . 7| !•-« 

ail2S36723 n pirl IBS4919 f" 6 .^,, finooheles gambiae str _£9 2e 11 

1208920511 jet | VP 1« 8657111 similar 



Alignments 



S. cerevisiae 
Frame ■ +3 

_ . „ «^.«»»«»«^^ Z 

««. 3,. ^SSXSSS^-'— ■ «• 



A. thaliana 

le-12 



Frame ■ «-3 

Sbj c t! 322 p^J^T^^ 380 
Query: 264 VLWYLTHEWCWNSYPPNATASTL- - I^CHTVCVWLYS • EDPQTRK 395 
Sbj Ct: 381 WM^lLSv^PSTPSSSGLLLCLHLIItVGLWI.APSVDPVQLK 427 
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FIG. 22 



Application No. 10/680,963 
Amdt. Dated May 23, 2005 
Replacement Sheet 



60/73 




FIG. 23 
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>gi | 6754 685 | ref|NM_010795 . 1 | Mus musculus mannoside acetyl 
glucosaminyl trans f erase 3 (Mgat3) , mRNA 

ATGAAGATGAGACGCTACAAGCTCTTTCTCATGTTCTGT^^ 
ACTTCTTTAAGACCTTATCCTATGTCACCTTCCCGAGAGAACTGGCCT 

CAGCTTCTTCTGGAACAATGCCCCTGTCACTCCCCAGGCCAGTCCGGAGCCGGGTGGCCCCGACCTATTG 
CGGACACCCCTCTACTrCCCACTCTCCCCTGCT^ 

ACCGGGTGGACTTCGTGTTGCCGGAGGACACCACGGAGTATTTTGTGCGCACCAAAGCTGGTGGTGTGTO 
CTTCAAACCAGGTACCAGGATGCTGGAGAAACCTTCGCCAGGGCGGACAGAGGA 

GAGGGCTCCTCAGCCCGGGGACCTGCTCGGAGGCCCATGAGGCACGTGTTGAGTACGCGGGAGCGCCTGG 
GCAGCCGGGGCACTAGGCGCAAGTGGGTTGAGTGTGTGTGCCTGCCAGGCTGGCACGGGCCCAGTTGCGG 
GGTGCCCACGGTGGTGCAGTATTCCAACCTGCCCACCAAGGAACGCCTGGTACCCAGGGAGGTACCGAGG 
CGGGTTATCAACGCCATCAACATCAACCACGAGTTCGACCTGCTGGATGTGCGCTTC CATGAG CTGGGAG 
ATGTTGTGGACGCCTTCGTGGTCTGTGAATCTAATTTCACCGCCTACGGGGAGCCTCGGCCGCTCAAGTT 
CCGAGAGATGCTGACCAATGGCACCTTCGAGTACATCCGCCACAAGGTGCTCT 

TTCCCACCTGGTGGCCGTCAGGACGGCTGGATTGCGGATGACTACCTGCGCACCTTCCTCACCCAGGATG 
GCGTCTCCCGCCTGCGCAACCTGCGGCCCGATGACGTCTTTATCATCGACGATGCGGACGAGATCCCTGC 
GCGTGATGGTGTGCTGTTCCTCAAACTCTACGATGGCTGGACAGAGCCCTTCGCCTTCCACATGCG 
TCCCTGTATGGTTTCTTCTGGAAGCAGCCGGGCACACTGGAGGTGGTGTCAGGCT 

TGCAGGCCGTGTATGGGCTGGATGGCATCCGCCTGCGCCGCCGCCAGTACTACACCATGCCCAACTTCCG 
GCAGTATGAGAACCGCACCGGCCACATCCTAGTGCAGTGGTCTCTCGGCAGCCCCCTGCACTTCGCGGGC 
TGGCATTGCTCCTGGTGCTTGACACCCGAGGGCATCTACTTTAAACTCG 

TCCCCCGCTGGGGTGACTATGAGGACAAGAGGGACCTCAATTACATCCGCAGCTTGATCCGCACTGGGGG 

atggttcgacggaacg»gcaggagtaccctcctgcggacccc^^ 

ctgctcaagaactatgaccagttccgctacttgctggaaaatccctaccgggagcccaaglagcactgta 

AGGGTGGGCGCCMAACC^GGGCTCAGATGGAAGGCCATCT 
GGGCTAG 

>gi|2117717|pir| | JC4362 be ta-l f 4 -mannosyl -glycoprotein 4-beta-N- 
acetylglucosaminyl transferase (EC 2.4.1.144) III - mouse 

MRRYKLFLMFCMAGLCLI S FLHFFKTLS YVTFPRELAS LS PNL I S S FFWNNAP VTPQ AS PEPGD PDLLRT 
PLYSHS PLLQPLS PSKATEELHRVDFVLPEDTTE YFVRTKAGGVCFKPGTRMLEKPS PGRTEEKTEVSEG 
SSARGPARRPMRHVXSSRERLGSRGTRRKVTTOCVCLPGWHG 
INAININHEFDLLDVRFHELGDWDAFWCDSNFTAYGEPRPLKFRE^ 

PGGRQDGWIADDYLRTFLTQDGVSRLRNLRPDDVFI IDDADE I PARDGVLFLKLYDGWTEP FAFHMRKS L 
YGFFWQPGTLEWSGCTMDMLQAVYGU)G IRIJ^Q YYTO 

CSWCFTPEGIYFKLVSAQNGDFPRWGDYEDKRDIJrYIRSLIRTGGWFDGTQQEYPPADPSEHMYAPKYLL 
KNYDQFRYLLENPYREPKSTVEGGRQKQGSDGRSSAVRGKLDTAEG 
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FIG. 29 

100- 
90- 
80- 
70- 
& 60' 

CO 

I 50- 
40 

30- 

20- 

10- 

0- 
849.0 



1319.4 1789.8 2260.2 

Mass (m/z) 



2730.6 



=?0 

3201.0 



FIG. 30 
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FIG. 31 
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Fig. 36 



BK64-1 



PBP-3 



RDP27 



PBP6-5 



PBP38 




PBP26 



YSH-1 



YSH-37 



YSH-44 



-© YSH-57 



Application No. 10/680,963 
Amdt. Dated May 23, 2005 
Replacement Sheet 



72/73 



Fig. 37 
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Fig. 38 
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